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Figure S1. Venn diagrams of sex biased genes on Y chromosome at prenatal, early 
childhood, puberty and adulthood stages. 
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Figure S2. Il33 expression in females (red) and males (blue) in the human brain regions 
at prenatal, early childhood, puberty and adulthood stages. 
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Figure S3. Venn diagram of sex biased genes based on comparison between the gene list 
of this study (yellow pie) and the published dataset-HMG1 (blue pie).   
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